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ZYNETAIPIZMOZ EPFAZTHPIAKQN IATPQON
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NUTRIFIT PREMIUM DNA

AMNALYSED GENES

A WAY TO YOUR IDEAL BODY WEIGHT

Gene Analysis Role of the gene

ADIPOG Weight loss-regain A gene expressed in fathy Hswe [t reguiates faf metabolism and sensilivity to insulin

INSIG2 Risk of being A protein found in the endoplasmic reticuium of the oells and blocks the processing of
owerweight the protein SRER in order to reguiate the synthesis of cholesteral

MCAR Risk of being A receptor invofved i many phsiclongical processes, such as reguisiion of enengy
owerweight comswmphion/Sstonsge it the body, the formation of staroids and coninol of tampanatues.

TNFA Risk of b=ing A cytokine, which is secreted by macrophages. It has an important rode in the
owerweight ATHTILINE Fesponse B infections

PCSKT Risk of b=ing An enzyme which processes prainsufin fype | and therafore, has an important role in
owerweight reguiating the biosynithesis of insulin

NRXN3 Risk of b=ing A protein from the family of newneiins, wihich function oz adhesive molecuiles ond
owerweight recaphods in the menvous system.,

FTO Fisk uﬂ:.:emg A gane that determines the developmeant of excess body weight.
owerweight

TMEM18 EE:nTE?;hntg A highly conserved protein, which is predominantly expressed i brains.

GNPDAZ Flisk nﬂ:.:emg A gane imvolved in the developmenit of excess body weight.
owvenaeight

BDNF Risk of b=ing A protein from the family of merve growth factors. It is imeolved in the sundval and
owvenaeight differentiotion of carfoin meurons

APOAZ Risk for being A pratein, which is the second most represented companent of HOL particles. It has
owvenaeight an imporfant roke in the HOL metabaolism

APOAZ Response to A pratein, which is the second most represented companent of HOL particles. It has
saturated fats an imporfant roke in the HOL metabaolism

ADIPOQ Response to A gane axpressed in the fatty tissue. It reguigtes fomt metobolism and sensitaty fo
mionounsaturated fats  inswlin

hal Response to Reqguimtor of the synthesis of foity acids, the axidation, gluconeogenesis and

PRARaI 1 pohyunsaturated fats hatogenesic
Response to - ) . . L

FTC carbohydrates A gene imolved in the developmenit of excess body weight.

KCTD10 Response to A gane that encodes the domain of the potassiom channel, responsitie for its
carbohydrates selective tnansport through the call membrane,
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WHICH VITAMINS AND MINERALS DOES YOUR BODY NEED?

Gemne Analysis Role of the gene
An enzyrme which Bnations in an alkaiine endonment and s cruckal for geowif and
ALPL Yitamin B& devaiopmenit of bones and feeth, as i & involved in the process of mineralsation, which ks the

mroces of aaumwiztion of caloum and phosphones fako nfluences the levs! of vitarmin BS.

Reduces 5, 10-methyene-tetra-hydro-fodote into methyi-leta-hydro-folate and is,

FR Vikamin B9 tharafore, important for absorption of witamin B0,
FUT2 Yitamin B12 A protein which infuences the level of witamin B12
GC Vitamin D Bindirmg and ranspart of witamin and its metabolites throwgh the body, and
influencimg e witamin D lewvel
. F-dehydrocholesterol transforms vitarmin D3, which i the precuvsor of 25-hydroonatamibn
DHCRY Vitamin D 03, into cholestero), and in ifs way aliminates the subsinate fiom the synithetic pathway:
CYPZR1 Vitamin D Trarsfonms witamin D indo an active form, so that it can bind wath the receptior for
vitemin O
TMPRSSE Iron An enzymnewhich is found an the call surface and i5 invaheed in the uptake and

recycling of iron.

An enzymewhich is found an the cell surface [t datects the amownt of iron in the
HFE Ircn body and regquiates the production of profein hepcidin, which is the main iron-
regqukating hormone in the body:

A geneaxpressed in the fver. it acthvates with low pressuee througf renin and
AGT Sodium (salt) angictensin converting enzyme (ACEL whare angiotansin 1T formedl It s in charge
of the maintenance of blood pressure and electrolyte homeostosis

Chioride charmel with 12 transmeamibrane domains, which i in change of the

KA Sodium (salt) rmairttenance of bood pressure.
- A protein which is responsible for the fransport of sodiurm and polassiurm. | is
WHKI Fotassium inciuded in electrolite homeostasis and requiation of Blood pressure.
. . - - - I
COL1A1 Bone density Cofiagen twpe | built from two alpha 1 chains and one alpha 2 chain. Collagen is the

it prodain of the onganic part of the bone mati [95%)

A protein which is part of the evolutionary highly consenved Wit signal patineaay,
GPR17T Bone density which iz impartant for the diferenfiction and development of bone cells, and the
resarption af bone mdtenial

DS Bone density A highly consanved elerment, which sanves as o template for probain fmks.
ZBETEA0(1) Bone density A protein found in the bone fissue and wihich influences bone densite
ZBTE40(2) Bone density A protein found in the bone fissue and which influences bone densite
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WHICH VITAMINS AND MINERALS DOES YOUR BODY NEED?

Gene Analysis Role of the gene
A transcripbion factor involved in the regubation of the expression of genes, wiich
ESR1 Bone density influences the prolifenation of cels and diferentiation of fssues. [tis responsible for
growth amd maintenance of the strength of human bones
CeORFaT Bone density A protein which influences bone density
SP7 Bone density Transcrpbon factor and bhe aciivator of bone call diferentiation.
tdernber of g structusmy comyplately diffesent group of proketns, winch have a common function
AKAP11 Bone density of binding the reguiatony subunit of bingse A 1T i Pighiy axpressed during spermaiogensss 1 &
fouin net o the RANKL gene wisch has an imoartznt roke in bone metabalm.
- It i essentiol for RANEL -reguinfed osteoclostogenesis — the formation of osteochasts
THFRSF11A Bone densit . - . -
¥ {celts wahich braak down baone cefis)
A gane that encodes g sinc-oomtaining enzyrme which cataleses the formation and
CA1 Zinc dissociation of canbanic acid from canbon diceide and weter and plays an impaortant
rode i carbon dicwide transport.
PPCDC Tinc A.;leniﬂ!.':-..f.'i'fen:?ﬂe.s WMEPPIJBF and affacts zinc status throwgh effects on
vitami B5 (pamtothenate) metaboism.
NEDY Tinc A gane that promaofes dispersal of P-hody compaonents and is el o play a rode in

tha miiNA decopping process

IMPORTANT INFLUENCES ON YOUR EATING HABITS

Gene Analysis Role of the gene
ADRAZA Sweat treats intake .Eﬁ:lifﬁfher.'ﬁﬁiﬁ{ﬂf:ﬂn of the menvours impuse and influsnces aur behawioura)
NMB Hunger Irnvobved i the reguiation of feeding processes.
FTO Satiety A prodein invobeed in the develnpment of excess body weight.
SLCIAZ Perception of sweet taste  Reguigtes glucose fransport and i @ glucose sensor.
TASIR2S Pe . £ bitter tast A ransmembrane recepior, which defenmines the ability to detect bitter substanoes,
reeption o Ertaste found in the piant genus Srassica.
medisyn.eu VriskoDIAGNOSTIKO.gr



MEDISYN

ZYNETAIPIZMOZ EPFAZTHPIAKQN IATPQON

TONIAIAKOX EAErXOX YTEIAX & EYEZIAX

NUTRIFIT PREMIUM DNA

ANALYSED GEMNES

LIFESTYLE HABITS

Gene Analysis Role of the gene
C-Reactive Protain is imeobved in severa! host defense relmted funciions. Consequenthy, tha
CRP Inflammation sensitivity  leval of this profan in plasmag increeses greatly during acwte phase response bodnfachion
or oiher infiammgiory stmuk. & Js often used as @ marker for infiammation in blood tests
&R gene encodes a subomit of the interlewhn & (TLE) recaphor complex. Interlewin & is
IL&R Inflammation sensitivity a potent pleioropic cyfokine that reguiates cell growth and differenfiation and plays
an important rolein the immuwne response and infammahion.
LOCK A gane ancoding a basic halix-loop-helix-PA 5 nansoriphion foctor (CLOCK]) that affects
Sleep cycle both the persistence and peniod of drcadian rhythims.
NPAS Sleep cycle .-"IQE'.I'IE“:’.".‘G‘? functions as o part of @ molecwar cdock operative in the mammalian
foretinain.
e Analysis Role of the gene
. Cafokase transfonms reactive axygen species info water and oxegen, and tharafone
AT Coeidative stress recluces tive touic influence of hydroger peromidle
Enayme which funchions as quinone reductase in connection ho the conjugation of
NOO1 Cridative stress hydroquinaness. i is imoived in numerows detoxification patfeays and biosynthehic
processes, such aswtamin §-depeandant giutamate carboplation.
Apaiipoprorein A5 has an impaortant e in the ragulation of the level of chylomicrons
APOAS ¥itamin E and trighwcarides in the piasma Because vitamin E i fat-soluble, APDAS throwgh fipid
concentration in the blood affects the vitamin E level
FLinch i It iz ible s transport, mostly to th
SEPP-1 1 Salanium Tunf:!.\:\".s as ajrlﬂx.ﬂaﬁt.rns.egnﬁs.b.'e.ar salaniwm transport, mostly to the
- brairr and the testicles.
. Functions as an anbiowiaant. I is responsible for salenium ransport, mostly to the
SEPP-1.2 selenium brairand Hhe testicles.
Oneof the hwao transporters, resparsible for the absorption/distribwlion of distary
SLC23AN ¥itamin C vitarmin Cin our bodly, invobaing epithalio’ surfaces. A wariant of this gene cousss reduced

absorption of witarmin Cand is associated with lower plasma witamin C concemirmions

SPORTS AND RECREATION IN TUNE WITH YOUR GENES

Gene Analysis Role of the gene

ACTNZ Muscle structure .-"Ip"ﬂ?.ﬂﬁ E‘PZ,IZ-ITESSIE'dII'I the muscles. It binds fo achin and is, therefore. impor tant for
muscie coniraction.

PPAR alpha(2) Muscle structure Requlates the expression of genes responsible for the owidation farty acids in the
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SPORTS AND RECREATION IN TUNE WITH YOUR GENES

Gene

Analysis

Role of the gene

IN5IG2

Strength training

A protein present in the endoplasmic reticuium, wihene it regulates the processing of
binding protein for the sterol reguiatony element.

ADRB2

YO2max

2 adranangic receptor (ADRE) is o member of the &-protein-coumed receplor
superfamily and phays a pheodal rode in the requiabon of the cardiac, pulmonary,
vascuiar, endocrine, and caniral nanvous system.

PPARGCTA

YO2Zmas

PRARGCTA is o transcriptiona coactivator of the PRAR family and i imvolved in
rmitochomalial biogeness, fatty acd oxidation, glucose utifsation, thenmogenesis and
anJiogenssis

VEGFA

YO2max

A vgriat in the VEGFA gene has been associated with VEGF probein expression.
Several studies revealed gssociations of VEGRA gene polymonphisms with oerobic
ropacity in humans and endwance athlera status.,

YO2max

ACE exevits a tonic regulatony funchion on circufatory homeostasis, through the
syrithesis of wasooons tictor angiotensin i, which also drives aldosterone synthesis
and the degradabion of wasodilator kinins

PPAR alpha_2

YO 2man

Peroucisorme prodiferator-adivated receptor ajpha (FRAR-alphal gene & implicated in the
frepowic-inducive facor (HIF) copgen signalling pathway and requiistion of enthopoiesic

Post-exarcise recovery

Catakase bregks down hydrogen perogide (HA0Z), which production is elevated
duirng Figh-intansity training. At low levals, it is involved in several chemical
signaling pathaays, but af figh kewels it is foxic fo calls

NOOT

Post-exercise recovery

The enzyme functions as g quinone reduchse in connechon fo the conjugation of
fyelroguinanes. {tis invofveed in numerows datorification patheays and biosynthelic
processes, such as wtamin K-dependent giutamate carbaxslation.

GPx1

Post-exercise recovery

Glutathione peroxigase funchions in the detoxification of hydrogen peroxide and is
ona of the most important anticddant enepmes in fumans

50D2

Post-exercise recovery

This gene s associated with the synithesis of supercwide dismutase, an enzyme

found to be associoted with the comersion of superoxide (02-) into coggen (02) and
fdrogen peraxide (HA02). Superouide disrmulase i an important antiosidant which
protects the cell from fonisimg radiation, oxdatie stress and inflammatory cyfodimes,

Inflammation

Interieuking-& pro-inflammatory makeowke (LG} stimuiates the immune response to
fraining and is involved in the inflammatony repair process. [ phays a rode in givcose and
fipid metabolizm

Inflammation

Pro-inflammatony molecwke. Blewmted kevels of THNF are associated with In an increase
in the systemic immune responsa and inflammatony processes.

Inflammation

C-Reactive Protein is imabed in several host defense relmted funchions. Consequently, the
kel of this protan in plasma incregses greathy duning aowte phase response hoinfedion
orother infammatory sthmuk, & 15 often used as o maker for infammation in blood fests

Inflammation

& gene ancodes a subunit of the interewkin & (L&} recaptor compiex. Intarlewtin & is
a poent pleiotropic ptodine that reguiates cel growth and differentiation and plays
an important rolein the immune response and infammation.

MMP3

Soft tisswe injury risk

It codes for the enzyme Matric Matalopeptidase 3, which iz responzsible for the
bramkdown of fibronectin, collagen and protecgivoans of the cartiiage. As such, it is
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Gene Analysis Role of the gene
- . - it Fazs Boen showm the varkant within COU3A T gene affects owr (inifechilty (passive strakght
COLSAT soft s injury risk lag and o sit-and-each measurement), wikch consaquently mfects our soft Hisue injury risic
- L - COE 1 AT encodes for collagen type [0 protein that stremgthens and support many
COL1AT soft s injury risk fissues in the body, including cartilage. bone and fendon.
- . - GOFS {growth differentiation foctor 5) is @ member of the bone morgphogenetic protein
DS st injury risk (P farnily and the TGF-bata supanfamily and con affect our soff tissue injury nisk
CREBT has been found to be involved in the genangtion of lomg-ferm candioc
CREE1 Heart capacity mamory, @ process leading ho adapdation of ventricuiar repolanisation (indewed by
electrocardiograpiic Twave) fo ventricukar pacing
ACE exerts a tomic reguiatony funchion in circoimiony: homeostasis, throwgh the
ACE Heart capacity syrithesis of wasocons tnictor angiciensin i, which oo drives aldostenone synthesis,
and the degradation of vasodilator kinins
Growsh factor that is expressed in musale and has been demonsingted o have anabolic
ILISRA Muscle volume gene effects, with increased levek being linked o muscle growid in various studies.
COMT is one of several enzymes that degrade doparnine, epinghrine, amd
COMT Warrior gene novepimephrine, COMT braaks down dopamine mosthy in the part of the broin
responsibie for Righer cognitive oF sxecutive function (prafronal corfex),
THHR encodes the thyroiropin-releasimg hormone [ TRH) recepiar. The THH response
TRHE_1 Lean body mass fo TRHA is the first step in the hormonal cascode that eveniuwally leads to the refease
of thyrouan, which is important in the development of skeletal muscle
THHR encodes the thyrotropin-refeasing hormane (TRH] receptor. The TRH response
TRHE_2 Lean body mass ro: TRHE is tha first step in the hormonal coscade that eventually leads fo the refease
of thyroxin, which i5 imporiand in the development of skeletal muscle
MCT-1 Gene for muscle A gene associgted with the synthesis of WCTT, a molecile that transpor s kachic acid
fatigue across the muscle cell memnbrane.

CARDIOVASCULAR HEALTH

Gene Analysis Role of the gene

FADS51-2-3 1 :E;LI :..IE &;;Dlﬁtem" The family of desafungses which incorporate dowble bonds into fatty acids
CETP 1 HDL, LDL cholesterol ,: rﬂfﬁ.ﬁ: ;:;ifﬁfjiﬁgﬁfi :;; .'r'-l- O and LOY, and replaces them wath
APOAT ;'%ﬁ;ﬁ;;fme”’" The miain lipaprotein of HOL particles.

AMNGPTL3 'II:E él;?grli?et:“ﬂ' A protein which, throwgh iver receptor X, influences the level of plasma lipids.
GALNTZ :E;LI ;:"; Zit:n:’l' A protein responsible for the biospnthesis of oligosaocharides.
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CARDIOVASCULAR HEALTH

Gene Analysis Role of the gene G
PLTP HOL chiolestercd, A transport prodein for phospholiphds, wihich is presant in the blood plasma, i
Triglycerides transports phosphoiipids from Kpoproteins, fch in trigivcenides on HOL
MLXIPL HOL cholesternod, I reftion fo giucose, it binds and activares maotifs of carbolaate response
Triglycerides slermants (ChofiE) and matils, responsibie for the synthasis of tighcendes.
TRIET 3 HOL, LOL chaolesterol, A proteirn involved in the requlation of inflammation in the fatty tissue, and in obesity,
- Triglycerides induced by a high-fat content diet.
PPARaHfa 1 HDL cholestarcl l_?ﬂg:.'.l-f.'i'cr of the synbhesis of fatty acids, the oxdation, gluconeogenesis and
- kafogenesis,
APOE_1 EDDIE :;'g:;sttsﬁl A rotein essential for the bragking down of Npoproteins, rich in irighcenides
HOL, LOL chalasterol, e e L -
APOB 1 Triglycarides The main lipoprotein of chomicrons and LT particles
shich i i T e riofich ol incorrect functioning i
ABCGS/S LDL cholesterol Proteins which reguiate !.f'e.r:e. Exparto chaolestarod Incorrect functioning is
sxprassed in the accumuwlation of sherals.
LDLR LOL cholesterol f_ljr::cc.;.; wihich bimd's LY. particles on the surfoce of cals, and enabiles therr fransport
hibxits the imactivation of g £11 BN worpiase, and Bmits the B . m of
PPPIRIE HDL, LOL cholesterot Infibits the ingctivartion of giycogen phosphorpose, and 3 e Breakdown of
Qiycoger.
ABCA1 HOL, LOL chalasterol, A memibrane trangpartar, which reguiates the ranspart of cholestercd and
Triglycerides phaospholipids, and the formation of HOL
LIPC HOL cholestercl A recaptor for cholestenol, phospholipids, ghwerides and aonl-Cod thioesters.
LCAT HOL cholestercl it esters the cholestarod, which is crucial for the inanspovt of cholestenol
LIFG HOL cholestenol A protein which enabiles the hdrolsis of HOL particles.
HLA '|I:E;|;|:;-I|?Et§“ﬂ It halos ho differentiate between the body's own and the forsign substances.
GCKR 1 LOL cholesteral, fnfibirs the ootivity of gliookingss, wiich is an imporfont enzyme in glaoose
- Triglycerides mahaboiism.
LOL cholesteral, - . . N .
TIMD Triglycerides Phosphatidyserine receptor that embances the enguifment of apopiotic calls
The [L&R gene encoades a subunit of the interlewkin & L&) recephor comires.
IL&R LOL chiolesteral [ntarlawkin & is  potent pleiotropic qtofine that reguiates cefl growth and
differantialion and plays an important role in Hhe immwne response.
- - Apolipoprotein A% has an important rode in the regulation of the level of chylomicrons
APOAS Tnglycerides and tnigivcarides in the plasma
LPL 'II:IrF;-I:c:i Ziet:m" Lipoprafein, which efiminates fars from chylomicrons and WVLDL
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Gene Analysis Role of the gene
LRP1 ?%h;ﬁl;iml A protein involved in celiuilar Boid homeostasis.
IR51 'II:|rI1:;|LI ;E:E;ml A progein which is phosohonsared by insulin recepror prosine kinase
A transcription factor wiich is imvobved in the Wingless-type (Wnt) signal path
TeF7L2 Blood sugar through which it influences diabetes type I
The rmagin componant of zine suppy for the proguction of insuiin, and it is irvohed in
SLC30AS Blood sugar processes of shorage in fnswlin-secrating beta-cells of the pancraas.
GEPC Catalytic subumit of an enzyme giucose-6-phosphatase, and it therafore, important
2 Blood sugar influences the biood giucose level.
MTHR1E Blood swgar Recaptor for mekstonin, infuendng circadian rhthms.
DGEE Blood swgar Dvacyigiveercd kimnase reguiates the level of diacyiglecerol and the secretion ofinswlin,
GCKR Blood . Infubitor af giuookinase (GOX], which requiates the frst step of melabolic patheays
=4 of sUgars
Enzyme cpclase, responsibie for the synthesis of cAMP which reguiates the octivity of
ADCYS Blood sugar glucagon and adrenaline
) An enzymne encoded by this gana is imvodved in comvarsion of ALA (io-fnolenic acid)
FADS1 Omega-3 Bolism omega-3 fatty ood ho B (eicosapentoancic acid) and DHA (docosahesaanoic acid).
FADST Omega-3 and An enzyme encoded by this gane i involved in comvarsion of ALA (o-fnolenic acid)
triglycerides omega-2 fatty ood to BPA feicosapentaencic acid) anmd DHA {docosahexasnoic acid).
- L A enzyme witich processes proinsuin fype | and, therefone, s an imporbant role in
PLSKI Insulin sensitivity regukatinng the biosynbhesis of insuiin.
ADIPOQ Insulin sensitivity A gene axpressed in fatty tissue. # requiates faf metabolism and sensithily do dnswiin
. o A transcription factor wiich is imvobved in the Wingless-type (Wnt signal path
TeF7L2 Insulin sensitivity through which it influences diobetes fype I
ADIPOG Adiponectin A gene expressed in fafty Hizswe. i regulates fat metabolism and sensibivity to insulin
3 . - The prodein encoded by this gens 5 imeoived in savenal host defence refated functions
CRE C-reactive n (CRP) bezsedd o its abilify o recognine foreign pathogens and domaged cells.
ILER geneancodes a swbunit of the interiewtin & (L&} receptor comyplex. Interleulin 6 i
IL&R_1 C-reactive protein (CRP) o potent pleifotropic qytokine that reguiares ol growth and differentiation and phays
an impartant role in the immune response.
3 . - The prodein encoded by this gene 5 a ranscription factor raquired for the expression
HHF1A C-reactive protein (CRP) of sevesalver-specif genes.
APOE 1 C-reactive protein (CRP)  Profein, essenibal for the breaking down of Bpoprotains, rch in tiglyoendes.
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REJUVENATION

Gene Analysis Role of the gene

CAT Skinm anticoeidant Caftalase transfonms reactive oxygen species info wiiter and oxegen, and, therafore,
capacity rachuces the fowic influence of hydrogen penoxide.

NQO1 Skinm anticoeidant Glutathions peroxidase funchions it the detoxification of ydrogen perceide and is
capacity one of tha mast Important anticaidant enzymes in humans

Skin antioxidant This gene is associated with the synithesis of superoarde dismutase, which 5an
50D2 capacity impartant anticidant which prodects the cell from ionisimg radiation, axdatfe stress
pac and imlammatory cytokines.

Skin antioxidant The enzyme which funchions @ g guinone reductase in conmmection fo the

GPX1 . conjugation of Fydroguinones. It i involved in numerous defowifiaation pathmays
capacity and biosyrithelic processes.

GLOT Glycation GLOT gene encodes an enzyme which is responsible for the protection of our ceills
protection against AGES (odvanced glycation end progiuctsh

GLO1 Glycation GLOT gene encodes an enzyme which is responsible for the profection of our cells
priotection agqainst AGES (odvanced glycation end progctst

This gene enondes for an enyme responsibie for the comersion of angiotensin | io
angictensin N anmd catabalism of brodyiinin. Studies have shown that circulating
angictensin N is @ major requilator of fasting adipose iWood Sow and can therefone
influence our susceptibiliby to callulite development.

ACE2 Cellulite

This gene enoodes the alpha subunitof HIF-T, which i a transcription factor.
HIF1A Cellulite Activation af HIF 1A impairs healthy adipose endocrine funciion and may i Hhis way
affect the formation of ceffulite

A protein which acts as o glvcerol transponter in the skin amd plays an impaorfant roke
AQP3 Skin hydration in reguiiating stnmiurm cormeurn and epidenmal giveenol content. & is invokved in skin
fdration, wownd heaiing, and fumonigenssis

The prodein encoded by this gene belong to the enzyme fomify called matrix

MMP1 Skin elasticity metaiopratainase. Upregulation of the MMM gene lsods fo faster dermal collagen
dagradafion.
MMP3 Skin elasticity This gene encodes an anzyme which degrades fbronectin, keminin, colagens W, 1K 0

and X, and cartilage profeaghoans.

IL& Skin elasticity (ana that plays @ major roke in celf proliferation, and coliagen symthesis,

This gene encodes for elastin, @ major componend of elastic fbves, which provides

ELM Skin elasticity reversibie extensibility ho connective tissue. Studies have shown that mutations in the
ELN gene affects its expression which resuits in fower amounds of elashin in o bod

This gene enondss for elastin, g major component of slastic fbes, which prowvides

HMCHN Stretch marks reversibiie extensibility fo connective tissue Studies have showwn that mutations i the
ELN gene affects its expression which resuits in fower amounds of elashin in o bod

HMCND plays an impartant rode in the organisation of hemidesmosomes in the
EpiianTiis,
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